
 

 

 

 مستخلص
 

، هوا أدٓ فٖ هزحلت الغفْلت ع أًحاء العالنفٖ جو٘ حادةسهِا  الللإ ُْ السبب الزئ٘سٖ (أ)ف٘زّس الزّتا الوجوْعت   

 شذٗذ العذّٓٗعتبز ف٘زّس الزّتا . هي العوز سهٌْاث 5أقل هي  الأعفا  فٖ حالت ّفاة سهٌْٗا 066666 ~إلٔ 

الْسه٘لَ الْح٘ذٍ للحذ هي اًتشار الف٘زّس ّالتقل٘ل هي الاصابَ ُٖ عي عزٗق اسهتخذام اللقاح .الس٘غزة علَ٘  ّتصعب

كشف فٖ ُذٍ الذراسهَ تن . ف٘زّس الزّتا قبل ّاثٌاء ّبعذ التغ٘ن  لسلالاث الْراثٖ هعزفَ التٌْعّلذلك لابذ هي 

فٖ الأعفا  الصغار الوصاب٘ي بالإسهِا   هي عٌ٘اث البزاس ( أ)ّالتٌو٘ظ الجٌٖ٘ لسلالاث الف٘زّس الوذّر الوجوْعت 

ذٕ ٗعتوذ علٔ الكشف عي ّجْد أجسام هضادة التشخ٘ص الوٌاعٖ ّالعٌَ٘ باسهتخذام  371تن فحص ، فٖ هٌغقَ هكَ 

ّكاى . هي هجوْع العٌ٘اث اعغٖ ًت٘جَ اٗجابَ٘ 75.لوعزفَ الاًْاع الجٌَ٘٘ الوٌتشزٍ ّاسهتخذام اختبار البلوزٍ التسلسل٘

  G2 (35.07 % )،G9 (0.0%)،G3(6.0٪)،(%1.33)G4، تلِ٘ا %(  55)الأكثز الوجوْعاث شْ٘عا  G1ًْع 

،(1.33%)G8  .كاى الٌْع  بٌ٘واP8 ٗلِ٘ا (٪ 51.1)الاكثز شْ٘عا ، P6(35.0%)،)P436.0 %).  ّتب٘ي ّجْد

  G9P  (36.0 %) ،[8]G12P[8] تلِ٘ا، G1P  (50.0 ٪)[8]هتحذٍ علٖ الٌحْ التالٖ   G  ّPالاًواط الوصلَ٘ 

(8 %) ،[0 G2P[(8 %) ،[5 ]G2P (0 %)، [0 ]G1P (8 )%، [5 ] G1P (8 )% ،[8 ]G8P (8 )% ،[8 ]

G3P (8 )% ،[8 ]G2P (8 )%  [ 8]ّاخ٘زاG4P (8 )%. 
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ABSTRACT 
    

Group A Rotavirus is the leading cause of severe childhood diarrhea worldwide, 

resulting in ~ 600,000 deaths annually in children <5 years of age. Rotavirus infection is 

highly contagious and not easily controlled by improvements in hygiene and sanitation, 

as evidenced by similar incidence rates in developed and developing nations. The only 

control measure likely to have a significant impact on the incidence of severe disease is 

vaccination, but circulating rotaviruses are antigenically and genotypically diverse. The 

genotypic diversity of circulating rotavirus strains needs to be assessed before, during, 

and after vaccination of populations. Detection and genotyping of group A rotavirus 

strains from stool samples in young children with diarrhea in Makkah were examined 

using ElISA and genotyping by reverse transcription-nested multiplex PCR. Total Of 173 

stool specimens, 75 samples was rotavirus positive. G1 type was the most common G-

type (46.6%), followed by G2 (14.67%) ,G9 (6.6%), G3 (62.6%) G4 (1.3%) and G8 

(1.3%). P[8] was the most common P-type (53.3%), followed by P[6] (14.6%) and P[4] 

(10.6%) .The prevalence of G-P combination type was genotype G1P[8] (46.6%), 

followed by G9P[8] (10.6%), G12P[8] (8%), G2P[6] (8%) G2P[4] (6%) G1P[6] (8%) 

G1P[4] (8%) G8P[8] (8%) G3P[8] (8%) G2P[8] (8%) G4P[8] (8%).  

 

 


